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Traits that are regulated by multiple genes 5ol

are known as quantitative traits (e.g., a0

intrinsic yield, drought tolerance and a1

disease resistance). The genomic locations
in which genes such as these reside are 2

known as quantitative trait loci (QTL). 0 .
Molecular markers can be used to map 0.0 :

QTL regions and identify the genomic
basis of a specific phenotype.
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Chromo-4

BDI offers a comprehensive range of SSR35 SSR36  SSR37 SSR38  SSR39  SSRA0  SSR41  SSR42  SSR43
marker-based genotyping services as well / ) /
as data analysis support for identification C 1 D
of markers tightly linked to QTL regions. \I \ \I yl\l\l

. 0.0 31.4 48.1 7.9 109.7 149.1
These markers can be a powerful selection
tool in a breeding program. Distribution of SSR markers along chromosome 4 and their LOD values
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